
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure S2. Comparative results obtained when using GeneScan-500 LIZ and 

GeneScan-600 LIZ size standards (Applied Biosystems) in fragment size 

analysis of the DXS7132 sequenced allelic ladder.   
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